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<151> 2000-05-17 
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<160> 23 
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<210> 1 

<211> 1317 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (273) . . (947) 

<400> 1 

gagacaaaat ttcgagggtg ggatccactg aggagtacat agactgctgg attctggtgg 60 

agccagacac tggtcccaac gggtggtatc tggctcctgt ggaggggggt acgtgagggg 120 

gggggtactg gggcttattc tcaggtacct gtgggtggga tcagcgaggg tacctgagcg 180 

tcaagagcat accctagtga gcgggctcct ctgggggaga ccagcgcgct ccgggcgcct 240 

gccggtttgg gggtgtctcc tcccggggcg ct atg gcg gcg ctg gcc agt age 293 

Met Ala Ala Leu Ala Ser Ser 



ctg ate egg cag aag egg gag gtc cgc gag ccc ggg ggc age egg ccg 
Leu lie Arg Gin Lys Arg Glu Val Arg Glu Pro Gly Gly Ser Arg Pro 



gtg teg gcg cag egg cgc gtg tgt ccc cgc ggc ace aag tec ctt tgc 
Val Ser Ala Gin Arg Arg Val Cys Pro Arg Gly Thr Lys Ser Leu Cys 
25 30 35 

cag aag cag etc etc ate ctg ctg tec aag gtg cga ctg tgc ggg ggg 
Gin Lys Gin Leu Leu lie Leu Leu Ser Lys Val Arg Leu Cys Gly Gly 
40 45 50 55 



1 



egg ccc gcg egg ccg gac cgc ggc ccg gag cct cag etc aaa ggc ate 485 
Arg Pro Ala Arg Pro Asp Arg Gly Pro Glu Pro Gin Leu Lys Gly lie 
60 65 70 

gtc ace aaa ctg ttc tgc cgc cag ggt ttc tac etc cag gcg aat ccc 533 
Val Thr Lys Leu Phe Cys Arg Gin Gly Phe Tyr Leu Gin Ala Asn Pro 
75 80 85 

gac gga age ate cag ggc acc cca gag gat ace age tec ttc ace cac 581 
Asp Gly Ser lie Gin Gly Thr Pro Glu Asp Thr Ser Ser Phe Thr His 
90 95 100 

ttc aac ctg ate cct gtg ggc etc cgt gtg gtc acc ate cag age gee 629 
Phe Asn Leu lie Pro Val Gly Leu Arg Val Val Thr lie Gin Ser Ala 
105 110 115 

aag ctg ggt cac tac atg gee atg aat get gag gga ctg etc tac agt 677 
Lys Leu Gly His Tyr Met Ala Met Asn Ala Glu Gly Leu Leu Tyr Ser 
120 125 130 135 

teg ccg cat ttc aca get gag tgt cgc ttt aag gag tgt gtc ttt gag 725 
Ser Pro His Phe Thr Ala Glu Cys Arg Phe Lys Glu Cys Val Phe Glu 
140 145 150 

aat tac tac gtc ctg tac gee tct get etc tac cgc cag cgt cgt tct 773 
Asn Tyr Tyr Val Leu Tyr Ala Ser Ala Leu Tyr Arg Gin Arg Arg Ser 
155 160 165 

ggc egg gee tgg tac etc ggc ctg gac aag gag ggc cag gtc atg aag 821 
Gly Arg Ala Trp Tyr Leu Gly Leu Asp Lys Glu Gly Gin Val Met Lys 
170 175 180 

gga aac cga gtt aag aag acc aag gca get gec cac ttt ctg ccc aag 869 
Gly Asn Arg Val Lys Lys Thr Lys Ala Ala Ala His Phe Leu Pro Lys 
185 190 195 

etc ctg gag gtg gee atg tac cag gag cct tct etc cac agt gtc ccc 917 
Leu Leu Glu Val Ala Met Tyr Gin Glu Pro Ser Leu His Ser Val Pro 
200 205 210 215 

gag gee tec cct tec agt ccc cct gee ccc tgaaatgtag tccctggact 967 
Glu Ala Ser Pro Ser Ser Pro Pro Ala Pro 
220 225 

ggaggttccc tgcactccca gtgagecage caccaccaca acctgtctcc cagtcctgct 1027 

ctcacccctg ctgccacaca catgccctga geagecaggt cccactaggt gctctaccct 1087 

gagggagect aggggctgac tgtgacttcc gagggtgctg agcaccctta gatctttggg 1147 

cctaggaggg agtcagagag ggggatgtct gaagatggtc ctggctgatc acttctttct 1207 

ttccacactc acacaacccc atgtcctttt cctgagatgg cgctgggagt tcccacatgg 1267 

acagecaggg cataaacact tcccaccccg gatcagacag ttccctggag 1317 



2 



<210> 2 

<211> 225 

<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Ala Ala Leu Ala Ser Ser Leu He Arg Gin Lys Arg Glu Val Arg 

10 15 
Glu Pro Gly Gly Ser Arg Pro Val Ser Ala Gin Arg Arg Val Cys Pro 

25 30 
Arg Gly Thr Lys Ser Leu Cys Gin Lys Gin Leu Leu He Leu Leu Ser 
Jb 40 45 

Lys Val Arg Leu Cys Gly Gly Arg Pro Ala Arg Pro Asp Arg Gly Pro 

" 60 
Glu Pro Gin Leu Lys Gly He Val Thr Lys Leu Phe Cys Arg Gin Gly 

75 80 
Phe Tyr Leu Gin Ala Asn Pro Asp Gly Ser He Gin Gly Thr Pro Glu 

85 9 0 95 

Asp Thr Ser Ser Phe Thr His Phe Asn Leu He Pro Val Gly Leu Arg 

1UU 105 110 

Val Val Thr He Gin Ser Ala Lys Leu Gly His Tyr Met Ala Met Asn 

120 125 
Ala Glu Gly L eu Leu Tyr Ser Ser Pro His Phe Thr Ala Glu Cys Arg 

Phe Lys Glu Cys Val Phe Glu Asn Tyr Tyr Val Leu Tyr Ala Ser Ala 



Leu Tyr Arg Gin Arg Arg Ser Gly 



Arg Ala Trp Tyr Leu Gly Leu Asp 
170 175 



Lys Glu Gly Gin Val Met Lys Gly Asn Arg Val Lys Lys Thr Lys Ala 
185 19Q 



Ala Ala His Phe Leu Pro Lys Leu Leu Glu Val Ala : 



205 



Pro Ser Leu His Ser Val Pro Glu Ala Ser Pro Ser Ser Pro Pro Ala 



220 



Pro 
225 



<210> 3 
<211> 208 
<212> PRT 



3 



<213> Homo sapiens 
<400> 3 

Met Ala Pro Leu Gly Glu Val Gly Asn Tyr Phe Gly Val Gin Asp Ala 

10 15 
Val Pro Phe Gly Asn Val Pro Val Leu Pro Val Asp Ser Pro Val Leu 

20 2 5 30 

Leu Ser Asp His Leu Gly Gin Ser Glu Ala Gly Gly Leu Pro Arg Gly 

40 45 
Pro Ala val Thr Asp Leu Asp His Leu Lys Gly He Leu Arg Arg Arg 

55 60 
Gin Leu Tyr Cys Arg Thr Gly Phe His Leu Glu He Phe Pro Asn Gly 
70 75 80 

Thr He Gin Gly Thr Arg Lys Asp His Ser Arg Phe Gly lie Leu Glu 
85 90 05 



Phe lie Ser lie Ala Val Gly Leu Val Ser He Arg Gly Val Asp Ser 
100 105 110 

Gly Leu Tyr Leu Gly Met Asn Glu Lys Gly Glu Leu Tyr Gly Ser Glu 
120 125 

Lys Leu Thr Gin Glu Cys Val Phe Arg Glu Gin Phe Glu Glu Asn Trp 

135 140 
Tyr Asn Thr Tyr Ser Ser Asn Leu Tyr Lys His Val Asp Thr Gly Arg 

155 160 
Arg Tyr Tyr Val Ala Leu Asn Lys Asp Gly Thr Pro Arg Glu Gly Thr 
165 170 175 

Arg Thr Lys Arg His Gin Lys Phe Thr His Phe Leu Pro Arg Pro Val 
185 190 

Asp Pro Asp Lys Val Pro Glu Leu Tyr Lys Asp He Leu Ser Gin Ser 
iyb 200 2ns 



<210> 4 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC-FEATURE 
<222> (2) 

<223> Xaa equals any amino acid 
<220> 



4 



<221> MISC-FEATTJRE 
<222> (4) 

<223> Xaa equals any amino acid 
<220> 

<221> MI SC- FEATURE 
<222> (5) 

<223> Xaa equals Ser, Thr, Ala, Gly 
<220> 

<221> MISC -FEATURE 
<222> (6) 

<223> Xaa equals any amino acid 
<220> 

<221> MISC -FEATURE 
<222> (7) 

<223> Xaa equals any amino acid 
<220> 

<221> MI SC - F EATURE 
<222> (8) 

<223> Xaa equals any amino acid 
<220> 

<221> MISC -FEATURE 
<222> (9) 

<223> Xaa equals any amino acid 
<220> 

<221> MISC-FEATURE 
<222> (10) 

<223> Xaa equals any amino acid 
<220> 

<221> MISC-FEATURE 
<222> (11) 

<223> Xaa equals any amino acid 
<220> 

<221> MISC-FEATURE 
<222> (12) 

<223> Xaa equals Asp or Glu 
<220> 

<221> MISC-FEATURE 
<222> (14) 

<223> Xaa equals any amino acid 
<220> 

<221> MISC-FEATURE 
<222> (16) 

<223> Xaa equals any amino acid 



<400> 4 

Gly Xaa Leu Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Xaa Phe Xaa 
15 10 15 



Glu 



<210> 5 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 5 

gccagagcat gcagcggcgc gtgtgtcccc gc 



<210> 6 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 6 

gccagaagat ctgggggcag ggggactgga agg 



<210> 7 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 7 

ctagtggatc ccatcatggc ggcgctggcc agt 



<210> 8 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 8 

cgactggatc cccagcggcg cgtgtgtccc 



<210> 9 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 9 

cgacttctag aatcaggggg cagggggact gga 



<210> 10 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 10 

ctagtggatc ccatcatggc ggcgctggcc agt 



<210> 11 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<400> 11 

gatttactcg aggggggcag ggggactgga 



<210> 12 
<211> 733 
<212> DNA 
<213> Homo sapie: 



<400> 12 

gggatccgga gcccaaatct tctgacaaaa 
aattcgaggg tgcaccgtca gtcttcctct 
tctcccggac tcctgaggtc acatgcgtgg 
tcaagttcaa ctggtacgtg gacggcgtgg 
aggagcagta caacagcacg taccgtgtgg 
ggctgaatgg caaggagtac aagtgcaagg 
agaaaaccat ctccaaagcc aaagggcagc 
catcccggga tgagctgacc aagaaccagg 
atccaagcga catcgccgtg gagtgggaga 
ccacgcctcc cgtgctggac tccgacggct 
acaagagcag gtggcagcag gggaacgtct 
acaaccacta cacgcagaag agcctctccc 
gactctagag gat 



ctcacacatg cccaccgtgc ccagcacctg 60 
tccccccaaa acccaaggac accctcatga 120 
tggtggacgt aagccacgaa gaccctgagg 180 
aggtgcataa tgccaagaca aagccgcggg 240 
tcagcgtcct caccgtcctg caccaggact 3 00 
tctccaacaa agccctccca acccccatcg 360 
cccgagaacc acaggtgtac accctgcccc 420 
tcagcctgac ctgcctggtc aaaggcttct 480 
gcaatgggca gccggagaac aactacaaga 540 
ccttcttcct ctacagcaag ctcaccgtgg 600 
tctcatgctc cgtgatgcat gaggctctgc 660 
tgtctccggg taaatgagtg cgacggccgc 720 
733 



<210> 13 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> MISC-FEATURE 
<222> (3) 

<223> Xaa equals any of the naturally occurring L-amino acids 
<400> 13 

Trp Ser Xaa Trp Ser 
1 5 

<210> 14 

<211> 86 

<212> DNA 

<213> Homo sapiens 

<400> 14 

gcgcctcgag atttccccga aatctagatt tccccgaaat gatttccccg aaatgatttc 60 
cccgaaatat ctgccatctc aattag 86 



<210> 15 



7 



<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 15 

gcggcaagct ttttgcaaag cctaggc 27 



<210> 16 

<211> 271 

<212> DNA 

<213> Homo sapiens 

<400> 16 

ctcgagattt ccccgaaatc tagatttccc cgaaatgatt tccccgaaat gatttccccg 60 

aaatatctgc catctcaatt agtcagcaac catagtcccg cccctaactc cgcccatccc 120 

gcccctaact ccgcccagtt ccgcccattc tccgccccat ggctgactaa ttttttttat 180 

ttatgcagag gccgaggccg cctcggcctc tgagctattc cagaagtagt gaggaggctt 240 

ttttggaggc ctaggctttt gcaaaaagct t 271 



<210> 17 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 17 

gcgctcgagg gatgacagcg atagaacccc gg 



<210> 18 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 18 

gcgaagcttc gcgactcccc ggatccgcct 



<210> 19 

<211> 12 

<212> DNA 

<213> Homo sapiens 

<400> 19 
ggggactttc cc 



<210> 20 
<211> 73 
<212> DNA 
<213> Homo 



sapiens 



<400> 20 

gcggcctcga ggggactttc ccggggactt tccggggact ttccgggact ttccatcctg 60 
ccatctcaat tag 73 



<210> 21 

<211> 256 

<212> DNA 

<213> Homo sapiens 

<400> 21 

ctcgagggga ctttcccggg gactttccgg ggactttccg ggactttcca tctgccatct 60 
caattagtca gcaaccatag tcccgcccct aactccgccc atcccgcccc taactccgcc 120 
cagttccgcc cattctccgc cccatggctg actaattttt tttatttatg cagaggccga 180 
ggccgcctcg gcctctgagc tattccagaa gtagtgagga ggcttttttg gaggcctagg 240 
cttttgcaaa aagctt 256 



<210> 22 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 22 

ggatatccat atggcgcggc cggaccgcgg cccg 



<210> 23 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 23 

cggtgctcta gattattagg gggcaggggg actggaag 
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